Tuberculosis patients TB Antimicrobial susceptibility testing A B S T R A C T
The current results showed that 39 samples (26%) were positive for acid fast bacilli and were identified as Mycobacterium, and 32 of those samples (82.05%) were identified as slow growing mycobacteria, of which 23 (58.97%) samples were identified as M. tuberculosis, 4 (10.25%) as M. avium complex, 2 (17.94%) as M. flavescens, 2 (17.94%) as M. simiae, and 1 (2.56%) as M. kansasii. The remaining 7 samples (17.94%) were rapid growing mycobacteria, of which 4 samples (10.25%) were identified as M. chelonae, 2 samples (5.12%) as M. abscessus, and 1 sample (2.56%) as M. smegmatis.
All samples were identified using PCR-based tests for genetic markers.
Conclusions: This study emphasizes that NTM is present at high frequency, especially among TB-suspected patients, and this requires confirmation on a follow-up basis, along with the examination of patterns of sensitivity, and is an absolute necessity rather than the current hour in a health center in Iraq. 
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